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Candidate gene prioritization by genomic data fusion 2

• Observation: more and more post-genomic data available
• Paradox: more difficult to select the best candidates
• Goal: objective and comprehensive evaluation of candidates
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Gene expression 3

• a gene: set of expression values in various experimental conditions
• a pair of genes: dissimilarity index based on Pearson’s correlation 

coefficient
• score : average dissimilarity
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Gene expression example 4

• training: rbsA, rbsB, rbsC in E. coli K-12



Phylogenetic profiles 5

• a gene: presence/absence of isorthologs in other 
genomes

• pair of genes: dissimilarity index based on the 
Jaccard index

• score: average dissimilarity training: rbsA, rbsB, rbsC


